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AMENDMENTS TO THE CLAIMS: 

Claims 1-140 and 168-253 have been canceled without prejudice or disclaimer. Claims 
255-260 have been added. 

Claims 1-140 (Cancelled.) 

Claim 141 . (Previously presented.) An isolated variant of a parent glucoamylase comprising a 
mutation of amino acid position 402 in the amino acid sequence shown in SEQ ID NO:2 or at a 
corresponding position in a homologous glucoamylase having at least 80% homology with the 
amino acid sequence shown in SEQ ID NO:2, and wherein said variant has glucoamylase activity. 

Claim 142. (Previously presented.) The variant of claim 141, wherein said homologous 
glucoamylase has at least 90% homology to SEQ ID NO:2. 

Claim 143. (Previously presented.) The variant of claim 141, wherein said homologous 
glucoamylase has at least 95% homology to SEQ ID NO:2. 

Claim 144. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 1 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 145. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 2 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 146. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 3 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 147. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 4 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 
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Claim 148. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 5 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 149. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 6 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 150. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 7 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 151 . (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 8 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 152. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 9 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 153. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 1 1 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamyls 



Claim 1 54. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 10 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 155. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 12 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 156. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
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mutation at position 13 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 157. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 14 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 1 58. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 15 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 159. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 16 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 1 60. (Previously presented.) The variant of daim 254, wherein said variant comprises a 
mutation at position 17 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 161 . (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 18 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 1 62. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 19 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 163. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 21 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 164. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mu.at.on at position 22 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
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position in said homologous glucoamylase. 

Claim 165. {Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 23 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claim 166. (Previously presented.) The variant of claim 264, wherein said variant comprises a 
mutation at position 24 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
positron in said homologous glucoamylase. 

Claim 167. (Previously presented.) The variant of claim 254, wherein said variant comprises a 
mutation at position 25 in the amino acid sequence shown in SEQ ID NO:2 or at a corresponding 
position in said homologous glucoamylase. 

Claims 168-253 (Cancelled.) 

Claim 254. (Currently amended.) An isolated variant of a parent glucoamylase comprising a 
substitution of an amino acid at one or more of the following amino acids in the amino acid 
sequence shown in SEQ ID NO:2 or at a corresponding position in a homologous glucoamylase 
having at least 80% homology with the amino acid sequence shown in SEQ ID NO:2, and wherein 
said variant has glucoamylase activity.: 

1, 2, 3, 4, 5, 6, 7, 8, 9, 11, 10, 12. 13, 14, 15, 16, 17, 18, 19, 21, 22. 23, 24, 25,26, 28, 20, 31,02, 
33. 81. 36. 10. 44, 42. 43 4 4 45 4ft 47 rtO ki | m m gg. ftp 64 , fTP , 73 , 7 1, 75, 70, 77, 70, 70, 
80, 93 , 94 05. 0 6. 07. 0 8^0 0 100 101 402 mi, <n,i mr tnr m-7 1tm 110t m [ 
■ 115, 117, 118 T- 200, 201. 202, 203, 2CM, 206, 206, 207 , 208, 2 0 0, 210. 211, 2 8 4, 235, 237,' 238 ^ 
239, 210, 212, 2 4 3, 244, 215. 287. 2 08 PRO POO ?m 292, 204, ™t onr pn 0 299. 3^ 3 01> ' 
30 3, 304, 00 0 , 311, 314, 310. 3 1 0 ,- 3 1 8 340 33 4, 3 35, 0 7I 0, 3 3 7, 33 8, 330, DI P, 34fr 353, J 64 
^r^er9S7r^r^r3S 0. 361 , 362 r 363 7 -365r366r^6? r 36 8, 36 9 , 370, 371, 372 7 -37-3^374 
3 8 4 , fl fi ft, 30Q, 301, 307, 0 0 0 , 3 09 40*> 4^ 104 AfiR in* inn , n? m 444, m ^ ^ 

14ft 44 0 , 4R0, ICS, 15 3, 1 01 , 156 ^56^5 7, 45 8, 150, 161, 1 0 2, 4 03 r 464H65 r 46oCW 
Claim 255 (New.) The variant of claim 254. wherein said homologous glucoamylase has at least 



-5- 

PAGE 8/12 * RCVD AT 9/21/2O05 2:41 :27 PM [Eastern Daylight Time] * SVR:USPTO-EFXRF-6/24 * DNIS:2738300 * CSID:2128400221 * DURATION (mm-ss):02-44 



09/21/2085 14:44 2128400221 



NOUDZYMES NA 



PAGE 09/12 



90% homology to SEQ ID NO:2. 

Claim 256. (New.) The variant of claim 254. wherein said homologous glucoamylase has at least 
95% homology to SEQ ID NO:2. 

Claim 257 (New.) The variant of claim 254, wherein said homologous glucoamylase has at least 
97% homology to SEQ ID NO:2. 

Claim 258. (New.) The variant of claim 254, wherein said homologous glucoamylase has at least 
99% homology to SEQ ID NO:2. 

Claim 259 (New.) The variant of claim 141, wherein said homologous glucoamylase has at least 
97% homology to SEQ ID NO:2. 

Claim 260. (New.) The variant of claim 141, wherein said homologous glucoamylase has at least 
99% homology to SEQ ID NO:2. 
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